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The bacterium Neisseria meningitidis, also referred to as meningococcus, 
is one of the leading causes of epidemic meningitis and septicaemia world-
wide. The bacterium is carried asymptotically in the upper respiratory tract 
of approximately 10% of the population during endemic situations. For 
reasons still not understood, the meningococcus in some rare cases invades 
its host causing meningococcal disease, which has a deadly outcome in about 
10% of the cases or can lead to significant sequelae. The disease is treated 
with antibiotics and, to some extent, prevented with vaccines. The risk of 
acquiring invasive meningococcal disease is highest if carrying one of the six 
serogroups: A, B, C, W, X and Y. Different serogroups dominate in different 
parts of the world and their distribution fluctuates with time. The changing 
pattern of meningococcal disease needs careful surveillance for disease 
control prevention (e.g., determining vaccination policies). Therefore, the 
present thesis evaluates genetic typing schemes for surveillance and outbreak 
investigations. Meningococcal disease caused by serogroup Y, a previously 
uncommon serogroup in Sweden and Europe, has increased in the beginning 
of the 2010s to represent about half of all meningococcal disease cases in 
Sweden. The genetic characteristics of serogroup Y are described in the present 
thesis in an effort to understand some of the factors involved in the successful 
spread of this serogroup throughout Sweden and other European countries. 
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